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The high frequency of multi-drug resistance (MDR) in Salmonella is well established. The public health 
threat that Salmonella represents may be amplified by environmental and occupational exposure, 
particularly in high livestock areas.  This may be the case in North Carolina, where 10 million heads of swine 
are marketed per year.   To examine this, we obtained clinical isolates from humans from the State 
Laboratory of Public Health (N=1038).  These isolates were comprised of serotypes Typhimurium, Newport, 
Heidelberg, and Muenchen.  Swine isolates (N=1873) were also included.  Phenotypic and genotypic 
characterization of the human and swine isolates were compared.  We found that the frequency of 
antimicrobial resistance, particularly to tetracycline and ampicillin, was higher among isolates from swine (84 
& 41)% than humans (17 & 16)% [p<0.05].  Conversely, a wider spectrum of MDR was observed in the 
human isolates including resistance to ceftriaxone (n=22) and ciprofloxacin (n=1).  Based on PCR analysis 
of virulence genes (spvA), there was no evidence that the predominant Salmonella shed by asymptomatic 
pigs were phenotypically and/or genotypically linked to strains that caused illness.  However, clinical isolates 
from swine were genotypically similar to the human isolates.  The genotypic similarity of the disease causing 
Salmonella in swine and humans is an important finding.  We found that only specific strains causing clinical 
illness in swine have the ability to make humans ill. This was supported by the PFGE and occurrence of 
similar virulence gene markers. However, the strains prevalent in asymptomatic pigs were not found in 
clinical cases from swine and humans.    
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